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correct the manuscript and highlight that part in 
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Compulsory REVISION comments 
 

All B6 mice died up to 7d-post infection, please give 
some more information about the causes? Is it mainly 
because the differences of cytokine profiles between 
B6 and DAB mice? 
Only total cell numbers of whole spleen cells and liver 
mononuclear cells are shown in Fig.2. Which kind of 
cells in spleen ( e.g. B cell, T cell, monocyte) and liver 
(e.g. NKT, regular T cell, monocyte) are proliferated 
after infection? Does the authors have some FACS 
data, or give some information about the compositions 
of these two populations? 

 

Minor  REVISION comments Abstract’s conclusion, please re-write it.  

Optional /General  comments 
 

Currently, real-time PCR, instead of RT-PCR, are 
commonly used for the quantification of target genes’ 
mRNA levels. Does the authors tried at least some 
important genes, e.g. TNF-alpha, by real-time PCR?  
Another consideration, mRNA levels are not always 
directly related to protein levels. If there is ELISA data 
for some cytokines, will be a big plus to the manuscript. 
Additionally, RT-PCR’s cycles in this paper are all set 
to 30, adjustment may need for different genes. 
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