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PART  1: Review Comments 
 
 Reviewer’s comment Author’s comment (if agreed with reviewer, 

correct the manuscript and highlight that part in 
the manuscript. It is mandatory that authors 
should write his/her feedback here) 

Compulsory REVISION comments 
 

It is a well-designed and written study. 
 
Analysis should be more accurate concerning risk 
factors in CAD patients. 
For example: how many patients smoke and had 
diabetes? 
How many patients smoke and suffer hypertension? 
 
May be a distribution of age should be performed 
concerning young adult people (under 40 years old) 
and rest of population in order to identify any 
differences in young cases with more severe 
phenotypes. 
 

 
Thanks sir. 
 
W e had tried to correlate various parameters to 
each other and important once, were a good 
significance can be found has been included in 
the article. 

Minor REVISION comments 
 

Nomenclature of polymorphism should be p.C677T. 
Please modify. 
Gene should be written is italics. Please modify. 
 

Modified to italics. 

Optional/General comments 
 

Additional CAD patients should be included in the 
study in order to obtain a more significant values 
concerning global population. 
 

Definitely, the sample size should have been 
more but the study was carried out by self 
funding. 

 


