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REVISION comments 

 

Moderate revision is needed to the following points: 

1.  line 16: specify what numbers correspond to 

2. line 80 : delete the brackets 

3.  line 91:  some? Maybe should be omitted 

4. Plate 1: better analysis is needed  

5.  line 123: was used to... 

6. line 165: explain the differences 

7.  line 177: alleles or genotypes? 

8.  line 285: in comparison with/or compared to 

9. line 317: omit the line or specify the Aand W where corresponds to  

Table 1: specify  which is the major allele. Also Gene diversity maybe 

corresponds to allele diversity and should be corrected 

Table 2: Change Gene to Region 

Table 3: Population or Region? Authors should have a unique name 

in all tables for this certain category (region, population...???). Also 

specify what Nm means. 

 

In the phylogenetic analysis did the authors used any bootstrap 

analysis, and in what number? If no, why they did not used. 

 

The manuscript should be checked by an English native speaker to 

improve quality of meanings and results. 

All corrections and suggestions have been 

effected in the manuscript 
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