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The paper addresses an important first step indhguter aided diagnosis of mammograms, i.e. thraetion of the region of interest that contains th
abnormality. The authors have developed a fullpinatic method based on region-growing to extrguaréion of the breast tissue.

The method used is applicable to the problem, buatescribed does not contain full details to bejrhdently reproducible.

The algorithm was applied to 148 mammograms, Inat fiesults are not clear because the authorsemasistent in what is reported in the Resultsisects
compared to what is reported in the Conclusioni@®edn the Results section, the authors stateAbh& ROIs extracted contain the abnormality, whitethe
Conclusions the authors state that MOST of the R®ftiacted contain the abnormality.

Detailed comments are given below.

Reviewer’s comment

Author’s comment (if agreed with reviewer,
correct the manuscript and highlight that part in
the manuscript. It is mandatory that authors
should write his/her feedback here)

Compulsory REVISION comments

The method described seems to only extract a ragjithre
breast that contains the tumor or abnormality thet
abnormality itself. This should be clarified in thaper,
especially in Lines 8-9 which are currently misliead “In
this paper we propose a novel automatic segmentatio
algorithm for extracting the tumor or abnormalities
mammogram images.”.

Lines 141 — 142: Authors do not state how they ctome
choose the thresholds for the various regiong, &d. from
analysis of a large number of images? The basithéor
choice should be stated.

Figure 2: The extracted line of pixels doesn’t apyie
correspond to the mammogram shown. This should be

Corrected as per the direction of the reviewdmas
this paper we propose a novel automatic
segmentation algorithm for extracting the
portion of breast which containstumor or

abnor malities.

We selected the threshold value on trial and erro

method by applying the different threshold values

on the sampleses in the standard mammogram
image dataset ( Mini-Mias) with predefined
abnormality details.

Figure 2 is only a demonstation which shows ho
the he seed point is located and it is not theahcut
seed point of the image shown in the figure.
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corrected.

Figure 2: The pixel regions could be labelled it
selected thresholds (i.e. background, breast tissneise)
to make the method clearer.

Lines 189 — 191: No details are given as to howrtiege is
cropped to get the rectangular ROI. This is quite a
important step in the process since Figures 4 agidebthe
impression that the results of the region-growitep sre
quite small compared to the rectangular ROI thénaly
selected. Details of this step should be given.

The images in Figures 4 and 5 have a very low ugéisol, so
it is difficult to see what is happening. Perhaps, authors
could use fewer examples and have larger images?

In Lines 223 — 225, the authors state that MOSthefROls
contain abnormalities. This is inconsistent withés 200-
201 and Lines 204-205, where the authors stateAihat
ROIs contained the identified abnormality. Pleaseect. If
it is not ALL, then the authors should give a qitatite
measure (e.g. %) of how many ROIs contained thetified
abnormality.

The authors should give some indication of how Itrey
algorithm takes to run, since this is usually a teefor in
any computer-aided diagnosis method.

The authors do not compare their algorithm to olirailar
algorithms.

The article needs a review of the grammar.

Done

The details of the cropping is explained in the
section.

Most of the images in the dataset are low
résolutions and we selected the best of the imiag
the dataset.

Rectified. The quantitative measure of the
segmentation accuracy is obtained only after the
classification. It is out-of-scope of this paper.

Time complexity analysis is not done.

revised
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Minor REVISION comments

Line 36: re-order the references to be in incrapsiler

Optional /General comments
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